Express Mail No.: EL852691904US 



SEQUENCE LISTING 



<110> Giese, Klaus 
Xin, Hong 



<120> METASTATIC BREAST AND COLON CANCER REGULATED GENES 

<130> 1451.002 / 210030.447 

<140> US 09/215,450 
<141> 1998-12-17 

<160> 27 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 2429 
<212> DNA 
<213> human 

<400> 1 

acaagttgca cttaagaagc tatgctaaga aaacaaacac acagaagcct acatcattac 60 

atgtatagaa tgttcaagaa ctgatgaaac cagtccgtgg tcacaaaagc cagaaagtgg 120 

ttgcttctgg ggaccagaag ggaaaggggc ataaaggaac cttttgaggt gaatagaagt 180 

ttctgcatct tggtttggca cacatgccaa aactcaccag ctacagattc tcgttgacac 24 0 

tggaagcagt aactttgccg tgcaggaaac cccgcactcc tacatagaca cgtactttga 300 

cacagagagg tctagcacat accgctccaa gggctttgac gtcacagtga agtacacaca 360 

aggaagctgg acgggcttcg ttggggaaga cctcgtcacc atccccaaag gcttcaatac 42 0 

ttcttttctt gtcaacattg ccactatttt tgaatcagag aatttctttt tgcctgggat 48 0 

taaatggaat ggaatacttg gcctagctta tgccacactt gccaagccat caagttctct 54 0 

ggagaccttc ttcgactccc tggtgacaca agcaaacatc cccaacgttt tctccatgca 600 

gatgtgtgga gccggcttgc ccgttgctgg atctgggacc aacggaggta gtcttgtctt 660 

gggtggaatt gaaccaagtt tgtataaagg agacatctgg tataccccta ttaaggaaga 72 0 

gtggtactac cagatagaaa ttctgaaatt ggaaattgga ggccaaagcc ttaatctgga 780 

ctgcagagag tataacgcag acaaggccat cgtggacagt ggcaccacgc tgctgcgcct 84 0 

gccccagaag gtgtttgatg cggtggtgga agctgtggcc cgcgcatctc tgattccaga 900 

attctctgat ggtttctgga ctgggtccca gctggcgtgc tggacgaatt cggaaacacc 960 

ttggtcttac ttccctaaaa tctccatcta cctgagagat gagaactcca gcaggtcatt 1020 

ccgtatcaca atcctgcctc agctttacat tcagcccatg atgggggccg gcctgaatta 1080 

tgaatgttac cgattcggca tttccccatc cacaaatgcg ctggtgatcg gtgccacggt 1140 

gatggagggc ttctacgtca tcttcgacag agcccagaag agggtgggct tcgcagcgag 12 00 

cccctgtgca gaaattgcag gtgctgcagt gtctgaaatt tccgggcctt tctcaacaga 1260 

ggatgtagcc agcaactgtg tccccgctca gtctttgagc gagcccattt tgtggattgt 132 0 

gtcctatgcg ctcatgagcg tctgtggagc catcctcctt gtcttaatcg tcctgctgct 1380 

gctgccgttc cggtgtcagc gtcgcccccg tgaccctgag gtcgtcaatg atgagtcctc 1440 

tctggtcaga catcgctgga aatgaatagc caggcctgac ctcaagcaac catgaactca 1500 

gctattaaga aaatcacatt tccagggcag cagccgggat cgatggtggc gctttctcct 1560 

gtgcccaccc gtcttcaatc tctgttctgc tcccagatgc cttctagatt cactgtcttt 1620 

tgattcttga ttttcaagct ttcaaatcct ccctacttcc aagaaaaata attaaaaaaa 1680 

aaacttcatt ctaaaccaaa acagagtgga ttgggctgca ggctctatgg ggttcgttat 1740 

gccaaagtgt ctacatgtgc caccaacata aaacaaaacc aagccttggc tcgttctctt 1800 



ctctcttcaa tctctggaaa aataagtaca tatagttgat aacccctctt agcttacagg 1860 

aagctttttg tattaattgc ctttgaggtt attttccgcc agacctcaac ctgggtcaaa 1920 

gtggtacagg aaggcttgca gtatgatggc aggagaatca gcctggggcc tggggatgta 1980 

accaagctgt acccttgaga cctggaacca gagccacagg ccccttttgt gggtttctct 2040 

gtgctctgaa tgggagccag aattcactag gaggtcatca accgatggtc ctcacaagcc 2100 

tcttctgaag atggaaggcc ttttgcccgt tgaggtagag gggaaggaaa tctcctcttt 2160 

tgtacccaat acttatgttg tattgttggt gcgaaagtaa aaacactacc tcttttgaga 2220 

ctttgcccag ggtcctgtgc ctggatgggg gtgcaggcag ccttgaccac ggctgttccc 2280 

ctcacccaaa agaattatca tcccaacagc caagacccaa caggtgctga actgtgcatc 2340 

aaccaggaag agttctatcc ccaagctggc cactatcaca tatgcttact cttgcttaaa 2400 

attaataaat catgttttga tgagaraaa 2429 

<210> 2 
<211> 486 
<212> DNA 
<213> human 

<220> 

<221> misc_f eature 
<222> (1) . . . (486) 
<223> n = A,T,C or G 

<400> 2 

tgtggwtggt ctcctagcat gttaatagat ataactcaca taaaaaatta ttgaggtctt 60 

caataatttt ttttttraaa cagggaactc tctctgttgc ccaggctgga ttgcattggc 12 0 

acaatcacgg ctcactggag gcctcaattg cctgggctca attaattccc tcatcttacc 18 0 

ctcccaatta cctgggacca caaacttttg ccaccaggct gggttattat ttttaaatac 240 

aaggtctcgt tattttggcc aaactggtct caaatycctg ggctcaacca atccyctccc 300 

catttcctcc caaatttctg ggattacagg cttaagctac cacacctggc cagccctcaa 36 0 

taatttttaa aattaaaaaa attctcctaa acccaaaaat tttaaggacc tktaaggtac 420 

aaaaaaacta tthtyaaaaa aatttcttac tcccycmmmm aaaaaaaaaa cccccntttt 48 0 

tttttt 486 

<210> 3 
<211> 397 
<212> DNA 
<213> human 

<220> 

<221> misc_feature 
<222> (1) . . . (397) 
<223> n = A,T,C or G 

<400> 3 

tggtatctga canaataasr atgcamccat ttktganggg gtawtattta tctcagggat 60 

ttactgtaaa tatgtataca cacatacaaa aacccaggca ttgttaagag aaaataatgg 120 

cccaraggtt gaaattatca gacagaacct ttaaaaataa ttatgattaa tgtgttaaaa 180 

ttctagtgga aaagataaat aacatgctca ggaaatttta gcagagagat agaaactatg 240 

tgggaagctc aaatgaaaat gctaggaaat gaaaagcagt attggaggtg aaagattcct 300 

ttggcaattt atcaacanac tggagatggc anaggcataa tcagtantat tgaaggcaga 360 

ttactatnta ttatncaanc aaaaaaaaaa accccct 397 



<210> 4 
<211> 376 



) 
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<212> DNA 
<213> human 

<400> 4 

gtttctactt gaaagtactg atcaaatgta gcattaccag gtatggacaa cttgatatta 60 

tgggctatat tactcatcta ggactgccat aacaaaacac cacagactag gagccttaaa 120 

caacagaaac ttattttctc acggttctga aggggtggaa gtccaagatc gtggtgtcaa 180 

caggcttggt ttctcccgag gcctcacccc ttggcttgca gacaacagcc tttttatagc 240 

atcctcctac ggcctttcct ctgcgcatga gcactcccag tgtctgtctc tctcacctgt 300 

tgtaagaaca ccaatcttat tggatgctat aggcctccac ccttatgacg tcattaaact 360 

ttaaatgccg gtttaa 376 

<210> 5 
<211> 380 
<212> DNA 
<213> human 

<400> 5 

tttygtttaa gatagcaagg cactagaact ggaaaagaca cagaaaaaca aagaatccaa 60 

ccctttcatc ttacaggtga aacaaactgt gatgatgcac atgtatgtgt tttgtaagct 12 0 

gtgagcaccg taacaaaatg taaatttgcc attattagga agtgctggtg gcagtgaaga 180 

agcacccagg ccacttgact cccagtctgg tgccctgtct acaccagaca acacaggagc 240 

tgggtcagat tcccctcagc tgcttaacaa" agttcctcga acagaaaagt gcttacaaag 300 

ctgccttctc ggatactgga aaggtcgagt tttctgaact gcactgattt tattgcagtt 360 

gaaaaaaaaa aaacccttwt 380 

<210> 6 
<211> 2730 
<212> DNA 
<213> human 

<400> 6 

cttgattacg ccaagctcga aattaaccct cactaaaggg aacaaaagct ggagctcgcg 60 

cgcctgcagg tcgacactag tggatccaaa gaattcggca cgagacgtga ggggccccaa 12 0 

cgtggaagcc ggctgtctga atccccacat cgtcctcaac attgacctgg cccccaccat 180 

cctggacatt gcaggcctgg acatacctgc ggatatggac gggaaatcca tcctcaagct 240 

gctggacacg gagcggccgg tgaatcggtt tcacttgaaa aagaagatga gggtctggcg 300 

ggactccttc ttggtggaga gaggcaagct gctacacaag agagacaatg acaaggtgga 360 

cgcccaggag gagaactttc gcccaagtac cagcgtgtga aggacctgtg tcagcgtgct 42 0 

gagtaccaga cggcgtgtga gcagctggga cagaagtggc agtgtgtgga ggacgccacg 48 0 

gggaagctga agctgcataa gtgcaagggc cccatgcggc tgggcggcag cagagccctc 540 

tccaacctcg tgcccaagta atacgggcag ggcagcgagg cctgcacctg tgacagcggg 600 

gagtacaagc tcagcctggc cggacgccgg aaaaaactct tcaagaagaa gtacaaggcc 660 

agctatgtcc gcagtcgctc catccgctca gtggccatcg aggtggacgg cagggtgtac 720 

cacgtaggcc tgggtgatgc cgcccagccc cgaaacctca ccaagcggca ctggccaggg 780 

gcccctgagg accaagatga caaggatggt ggggacttca gtggcactgg aggccttccc 840 

gactactcag ccgccaaccc cattaaagtg acacatcgca ggtgctacat cctagagaac 900 

gacacagtcc agtgtgacct ggacctgtac aagtccctgc aggcctggaa agaccacaag 960 

ctgcacatcg accacgagat tgaaaccctg cagaacaaaa ttaagaacct gagggaagtc 1020 

cgaggtcacc tgaagaaaaa gcggccagaa gaatgtgact gtcacaaaat cagctaccac 1080 

acccagcaca aaggccgcct caagcacaga ggctccagtc tgcatccttt caggaagggc 114 0 

ctgcaagaga aggacaaggt gtggctgttg cgggagcaga agcgcaagaa gaaactccgc 1200 

aagctgctca agcgcctgca gaacaacgac acgtgcagca tgccaggcct cacgtgcttc 1260 

acccacgaca accagcactg gcagacggcg cctttctgga cactggggcc tttctgtgcc 1320 
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tgcaccagcg ccaacaataa cacgtactgg tgcatgagga ccatcaatga gactcacaat 1380 

ttcctcttct gtgaatttgc aactggcttc ctagagtact ttgatctcaa cacagacccc 1440 

taccagctga tgaatgcagt gaacacactg gacagggatg tcctcaacca gctacacgta 1500 

cagctcatgg agctgaggag ctgcaagggt tacaagcagt gtaacccccg gactcgaaac 1560 

atggacctgg gacttaaaga tggaggaagc tatgagcaat acaggcagtt tcagcgtcga 1620 

aagtggccag aaatgaagag accttcttcc aaatcactgg gacaactgtg ggaaggctgg 168 0 

gaaggttaag aaacaacaga ggtggacctc caaaaacata gaggcatcac ctgactgcac 1740 

aggcaatgaa aaaccatgtg ggtgatttcc agcagacctg tggtattggc caggaggcct 1800 

gagaaagcaa gcacgcactc tcagtcaaca tgacagattc tggaggataa ccagcaggag 1860 

cagagataac ttcaggaagt ccatttttgc ccctgctttt gctttggatt atacctcacc 192 0 

agctgcacaa aatgcatttt ttcgtatcaa aaagtcacca ctaaccctcc cccagaagct 1980 

cacaaaggaa aacggagaga gcgagcgaga gagatttcct tggaaatttc tcccaagggc 2040 

gaaagtcatt ggaattttta atcatagggg aaaagcagtc ctgttctaaa tcctcttatt 2100 

cttttggttt gtcacaaaga aggaactaag aagcaggaca gaggcaacgt ggagaggctg 2160 

aaaacagtgc agagacgttt gacaatgagt cagtagcaca aaagagatga catttaccta 2220 

gcactataaa ccctggttgc ctctgaagaa actgccttca ttgtatatat gtgactattt 2280 

acatgtaatc aacatgggaa cttttagggg aacctaataa gaaatcccaa ttttcaggag 2340 

tggtggtgtc aataaacgct ctgtggccag tgtaaaagaa aatccctcgc agttgtggac 2400 

atttctgttc ctgtccagat accatttctc ctagtatttc tttgttatgt cccagaactg 2460 

atgttttttt tttaaggtac tgaaaagaaa tgaagttgat gtatgtccca agttttgatg 2520 
aaactgtatt agtaaaaaaa attttgtagt ttaagtattg tcatacagtg ttcaaaaccc . 2580 

cagccaatga ccagcagttg gtatgaagaa cctttgacat tttgtaaaag gccatttctt 264 0 

ggggaaaaaa aaaaaaaaaa aaaaaaaaaa- aactcgagag tacttctaga gcggccgcgg 2700 

gcccatcgat tttccacccg ggtggggtat 2730 

<210> 7 
<211> 218 
<212> DNA 
<213> human 

<220> 

<221> misc__f eature 
<222> (1) . . . (218) 
<223> n = A,T,C or G 

<400> 7 

ttntccatga ctcggggtcn cnnatggcat caaacaggan gnngnggctt catngtaaan 60 

naccgtnatn tctnctncgg tccggtgtcc atnttggccn tcngacatcc tggtangacg 120 

ccgagacaat ataaatgtac aatggatacc cgatgcaaac aatgtattgt ggttaactag 180 

gtgtnatccc ncccattgtg ntantaaggg cngntgtc 218 

<210> 8 
<211> 426 
<212> DNA 
<213> human 

<220> 

<221> misc_feature 
<222> (1) . . . (426) 
<223> n = A,T,C or G 



<400> 8 

gtyyatgatc acatctgacg ctattcctat ccccttcctc cccgggacct tttccccttc 
ctccctggga ccttttcccc ttcctgttta anaagccagg gctgcctgga ggaagctttg 



60 
120 
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tcagatctag tggaatgtga cctccctgga atatgtgccc aggggtttgt ctaagcagtt 180 

tcaggctatg gcctttactc catctggtcc ccatccctct tatctctctc atgtgtggct 240 

gcacctggac gcttggacca tagctgtcac agccccctgg ggaggaaccc actccttggc 300 

catgtcagcc tgtgcaatgc aaggctcttg tttgatctgt gtgctgacan aaagcccagc 360 

ttccttaaga acttttcatg tggaacactt tggttttgag aagaaaataa atcanaaacc 420 

attaaa 426 



<210> 9 
<211> 480 
<212> DNA 
<213> human 



<220> 

<221> misc_feature 
<222> (1) . . . (480) 
<223> n = A,T,C or G 



<400 
ctctaccctt 
acatgganaa 
tgggcnaagc 
ctnctnntnt 
ntgnggtcnc 
aattacagac 
gggggcnatt 
tgttntgtnc 



> 9 
tcctgatcca 
cnaggtgatc 
nccnactnag 
cccnccctcc 
nngnnncttc 
acccccntca 
nncataccnt 
agtntttgtt 



tgatcggggt 
tgcnccctgg 
acntntanna 
ccntnttctn 
cntcctagtg 
cgcangtggg 
ggaatttaac 
caatattgat 



cgcctttgga 
tcctggtgtc 
nnnccccccg 
nttaaggctg 
tnttctantt 
agggacgaac 
cccnttctna 
aagctacgta 



gcananagga 
cangctggcc 
gantanacnt 
cnntttccnc 
ccttcccnat 
nccggtgcct 
ctgttcttnt 
tttanaaaat 



ggcnatggcc 
ctcggcnccc 
aatgntagnt 
tacaccnncc 
gacgattgtc 
ccgtcactct 
ttgaatnnat 
atcatgctgt 



60 
120 
180 
240 
300 
360 
420 
480 



<210> 10 
<211> 402 
<212> DNA 
<213> human 



<220> 

<221> misc_f eature 
<222> (1) . . . (402) 
<223> n = A,T,C or G 



<400> 10 

tcgatacagg gaattaacaa atatatgaag tgtttcatga tcctccatca gtttttaaat 60 

atgtctaatt aactcattta cctagaaaaa tataattgtc gatgagtttt taatgtgagg 120 

agaasagctc ggctctcggc atctgtccac gtgcagggac cacttgggag tgatcatttc 180 

aagcaggggt cttggagagc caggctgagg ccaggtcatt ttgggctgtt tgcaatccta 24 0 

actgggtcag ggcgaggcag gccagtgaag ggattaaaac tcttcaccct ctctaggccc 300 

gtgttctgcc tccycwttag cactcatctg tmrcttggtt tagtccctgg tcanccaagg 360 

ggggaattcc tggcccctgt caaaattctc aggaggctcc aa 402 



<210> 11 

<211> 575 

<212> DNA 

<213> human 



<220> 

<221> misc_f eature 
<222> (1) . . . (575) 
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<223> n = A,T,C or G 
<400> 11 

ttgcacagga gcatggnaga atgatgaact tccgtcagcg gatgggatgg attggagtgg 60 

gattgtatct gttagccagt gcagcagcat tttactatgt ttttgaaatc agtgagactt 120 

acaacaggct ggccttggaa cacattcaac agcaccctga ggagcccctt gaaggaacca 180 

catggacaca ctccttgaaa gctcaattac tctccttgcc tttttgggtg tggacagtta 240 

tttttctggt accttactta cagatgtttt tgttcctata ctcttgtaca agagctgatc 300 

ccaaaacagt gggctactgt atcatcccta tatgcttggc agttatttgc aatcgccacc 360 

aggcatttgt caaggcttct aatcagatca gcagactaca actgattgac acgtnaaatc 42 0 

agtcaccgtt ttttccctac nattacaaaa ctgccagtcc tatatggagt ctgatcacaa 480 

gactgcagtt tcttcacaga tctcaggaag ttgtcgtggg gcanaagctt tttaaaaaca 540 

tgtgattagg gagctatctt tatctgaata ataac 575 

<210> 12 

<211> 442 

<212> DNA 

<213> human 

<400> 12 

gtatattkgc agtcagaggc accaaaaatg cacaccttgc aggttcctga aaaccactca 60 

gtagccttaa accaaactac aaatggccat actgaatcaa ataactatat atataaaacc 120 

ttgggtgtaa ataagcagac agaaaatcta aagaatcaac agactgagaa tctacttaaa 180 

aggcgaagtt tcccgttatt tgacaactca aaagccaact tagatcctgg aaatagtaag 240 

cattatgtat atagtacact taccaggaat cgagttagac aaccagaaaa gcccawagca 3 00 

akatttgctg aaawgttcta aaagcatgcr caatgtgact cataacttgg aggaggatga 360 

ggaggaagtt accaagaaga aactctccaa gtggcactac taccaaatca gtttccattg 420 

ctgctttact tgatgtgaat aa 442 

<210> 13 
<211> 332 
<212> DNA 
<213> human 

<220> 

<221> misc_feature 
<222> (1) . . . (332) 
<223> n = A,T,C or G 

<400> 13 

ccaagttaca agtttttttc tagtgcttat gtacgtttta agccccatgc ctacctgtgg 60 

gagtgcacct acaagccgga gtgtttcatt caatctatat ctaatcttta actagagtct 120 

ggagtctgga aggttttctc tagagtcttg gaaagtttct taagtgggcc ctggtacaag 180 

gtatacgtgt aagaatgcct ttattattca atcagacatt agggtctaag aaaacccagg 24 0 

tggggtcata atgggtttgt tttcgtattc canccgttgt actcaggcac cagtttcccc 300 

agttctttaa tgtttaactt ctacatacat ca 332 

<210> 14 
<211> 970 
<212> DNA 
<213> human 



<220> 

<22l> misc feature 
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<222> (1) . . . (970) 
<223> n = A,T,C or G 



<400> 14 

aaaagctgga gctcgcgcgc ctgcaggtcg acactagtgg atccaaagaa ttcggcacga 60 

gaggcaccaa tgaagacatg gtgtttcgtg gaaacattga taacaacact ccatatgcta 120 

actctttcac accccccata aaagctcagt atgtaagact ctatccccaa gtttgtcgaa 180 

gacattgcac tttgcgaatg gaacttcttg gctgtgaact gtcgggttgt tctgagcctc 240 

tgggtatgaa atcaggacat atacaagact atcagatcac tgcctccagc atcttcagaa 300 

cgctcaacat ggacatgttc acttgggaac caaggaaaag ctcggctgga caagcaaggc 360 

aaagtgaatg cctggacctc tggccacaat gaccagtcac aatggttaca ggtggatctt 420 

cttgttccaa ccaaatgact ggcatcatta cacaaggagc taaagatttt ggtcatgtac 480 

agtttgttgg ctcctacaaa ctggcttaca gcaatgatgg agaacactgg actgtatacc 540 

aggatgaaaa gcaaagaaaa gataaggttt tccagggaaa ttttgacaat gacactcaca 600 

gaaaaaatgt catcgaccct cccatctatg cacgacacat aagaatcctt ccttggtcct 660 

ggtacgggag gatcacattg cggtcagagc tgctgggctg cacagaggag gaatgagggg 720 

aggctacatt tcacaaccct cttccctatt tccctaaaag tatctccatg gaatgaactg 780 

tgcaaaatct gtaggaaact gaatggtttt nttttttttt tcatgaaaaa gtgctcaaat 840 

tatggtaggc aactaacggt gtttttaagg gggtctaagc ctgccttttc aatgatttaa 900 

ttggatttta ttttatccgc aaatctctta agtaacaaca cattaagtgt gaattacttt 960 

tctctcattg 970 



<210> 15 
<211> 528 
<212> DNA 
<213> human 



<220> 

<221> misc_f eature 
<222> (1) . . . (528) 
<223> n = A,T, C or G 

<400> 15 

ttctaccctt tcctgagcca catgtttcac acaagtgtag aaaatgccag ggatccacca 60 

caagatggag atggtcagca caaaccgatt ctgttcctct ttaaagtgta tattagccac 12 0 

ttagcaatct ctatattctt tcaagtaacc aagctgttga ctttcttact acttgcagta 180 

gcctgtcccc aacttttcca tccagtgctt aacctaaaaa actccttaac tctgccttga 240 

cctgaggaan accatgctaa ctggtgttat tttgtatgta ccctgtgctt aattctataa 300 

cagtaaaccc catacgcagg tgggagggag gaacaccggt gcctcggtca ctctgggggc 360 

agtttagatg ctgtgaaatt aaacctgttc taagtgtact tgtttgaatt aattgtattg 420 

taatattatt tgttgaatgt agtaattagg tatttatgaa tatattgctg taatttctga 480 

caacatccaa aaaataaaat cttcctaaat taaaaaaaaa aaacccaa 528 



<210> 16 
<211> 3831 
<212> DNA 
<213> human 

<400> 16 

ggcacgagct gggctcctgc agagcagatc ctgtctgcgt cctccaggag gagtgggtgg 60 

caggactggg gtttcccaca ggttttgggg cggcggcgag attggcacgg tccggggtcg 120 

caggcgcgca gccacgcccc tggaagtccg ccccggcccc cgcccccaac ccgcctcttc 180 

ggggctttat ggcgtgaggt ttggggctgg gatccatctg gagccgagca gaaaactttt 240 

cccctcccgt tcccggtccc ttttgtcttt cttggacgcg gtggcggcgc cgcctgagcg 300 
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gcgactccct ctcccctgcc cggcttgctg cgcccggtgc cctccgaggg caggcgcgcc 360 
tggactctgc gcccggatgg cggcggccct ctgtgagcac cggcagcggc gcatcccctg 420 
ccccgaggcc tccggtgccc ccccggcgcg ggcatagggg cgcccccacc ctccgtccgc 480 
ttgcacccct tgctccccgc cccctcgcct gactcatccg cccgcggtgg ccgcccgagc 540 
cctgggatgg ggagggagac cgcggctgcc cgcggcggcc gagattcccg ctgacgcccc 600 
cgaccctgcc gccttcttcg tccgcctcca gaggcgcccg acgtcccgac agctcctgga 660 
gtgagaccag gactgagaac agggagaggc gacccgaccc ccagggcccg gtgctcatga 720 
cagcacacag agccgctgaa aacgactgaa gagagcaatg gatttcctgt gacatctggc 780 
tctggagagt aaaatgccaa gctatgatag caactggtgg agtgataact ggcctggccg 840 
ccttgaaaag gcaagactct gccagatcac agcagcatgt caacctcagc ccgtctcctg 900 
ctacccaaga gaagaagccc atccaggcgc ccggcccccg ggcagatgtc gtggttgttc 960 

gtggcaaaat ccggctttat tccccatctg gtttttttct tattttagga gtgctcatct 102 0 

ccattatagg aattgctatg gccgttcttg gatattggcc ccaaaaagaa cattttattg 1080 

atgctgaaac aacactgtca acaaatgaaa ctcaggtcat tcggaatgaa ggcggtgtgg 114 0 

tggttcgctt ctttgagcag catttgcatt ctgataagat gaaaatgctt ggcccattca 1200 

ccatggggat tggcattttc attttcattt gtgctaatgc cattcttcat gaaaaccgtg 1260 

acaaagagac caaaatcata cacatgaggg atatctattc cacagtcatt gacattcaca 132 0 

cgctaagaat caaggagcaa aggcaaatga acggcatgta cactggtttg atgggagaaa 1380 

cagaagtaaa acagaatggg agctcctgtg cctcgagatt ggcagcaaat acgatcgcct 1440 

ctttctcggg ttttcggagc agttttcgaa tggacagctc cgtggaggag gatgaactta 1500 

tgttaaatga aggtaagagt tctgggcatc ttatgccccc tttgctctct gacagctctg 1560 

tgtctgtctt tggcctctat ccacctcctt ccaagacaac tgatgataag accagcggct 1620 

ctaagaaatg tgaaaccaag tcaattgtgt- catcgtccat cagtgctttt acattgcctg 1680 

tgatcaaact taataactgt gttattgatg agcccagtat agataacatc actgaagatg 1740 

ctgacaacct caaaagtagg tcaaggaatt tgtcaatgga ttcccttgtg gttcctttgc 18 00 

ccaacaccag tgaatccttc cagcccgtca gcacagtgct accaaggaat aattccattg 1860 

gggagtcgtt gtcgagtcag tacaagtcat ctatggctct cggacctggg gctggagagc 1920 

tcttgtctcc tggggctgcc agaagacagt ttgggtccaa tacatccttg catttgctct 1980 

cgtcacactc aaagtccttg gacttagacc ggggtccctc cactctaact gttcaggcag 2040 

aacaacggaa acatccaagt tggcctaggt tggatcggaa caacagcaag ggatatatga 2100 

aactagagaa caaagaagac ccgatggata ggttgcttgt gccccaagtt gccatcaaaa 2160 

aggactttac caataaggag aagcttctta tgatttcaag atctcacaat aatttgagtt 2220 

ttgaacatga tgagtttttg agtaacaacc taaagagggg aacttctgaa acaaggtttt 22 80 

aatgttaaaa gaatatatca ttttacaagg gtatatattt taaaacgatt ttcactggtg 2340 

tttccttctt aaagtattgg ctgtaacgtt tttaatcaaa tggtttgtag tgtattagaa 24 00 

ttggctgctt agttctgtaa tgaagatggt tgtatgtttg ggttacttgt gactgcagta 2460 

ctctatgtta ccacacatga ttttattttt ctcttccttt gaaagcatga tctcttttat 2520 

taatatgaat gcaaaatgct tgcatccaaa ttaaagctta ttttctttac ttttaagttc 2580 

tttgattgcc ctattcataa aatgaaatgt ccagtatgga aaacataggg taccaaagtg 264 0 

tggaccagga gtacaaattc agtcccaata ctcaatacgt attatagatg actatgagtg 2700 

caaaccttag gatgtgattt tctgaataat tgttctttgt aggatttggt tacattattt 2760 

aaaatgaaaa agatctagtt ttagtgtgag ctcagtaatg ttaattggtt aagttcattg 2820 

tgaatcttga gttttagata agtagttatt tttttcaata tcacttctgt ttttagtgat 2880 

attatatcaa gaaacaacgt attcaagagc catggctgac agtgccagat atacttaggg 2940 

ataaacatca aaatgcaatt atagttgcta taacgttaga tactcggaat caaaatttat 3000 

ttgcaagctg acttgataaa ctaaatgaac caataaaatt tgtagaaatg gctatcctga 3 060 

aataattata tacatgaaga caatgttgac taatgaatta agatacatta tatactagtt 3120 

aatgctaact agtctcagta cctgttttta gccatctgtt actgtccaat agcacctcat 3180 

tcccacattc tattttcccc cggtattctt tagatcctag tatttggaaa acaatcggct 3240 

aaccttgaca tttcttttta ccttcatatg ccactatctc ggtagttcaa aaaaatttag 3300 

ttcttgataa attgccttga agtttacctt gtgctggaga gccttatgat aactccaaag 3360 

actttcttac ggtataatac atgttgttta ggattgtgtt tcttagtcac tgaagataat 3420 

aaatattaaa atggatgttt tcatcagaaa attttcatgt tttcctttaa ggtaacataa 3480 

ttgtaagaat tgtttaataa aatactcagg aaattctaaa ggtttctccc aatacctaaa 3540 
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catttctgaa catcagtatt gcagttgtgg aagagcagaa ggaggataca tttgtttgtg 3600 

ttgctcccca aaattccacc ttgcatttgc atcacaaact tccctcaatt gaggcagttt 3660 

tctttgttag aacattaagt ctgtgtattg taatagagtg ggctcaatat tttactataa 3720 

agcatttaat aaactgttac caatagaagt ttgtgttctt cacacctttg ctattgcttt 3780 

ttaaataaaa tgtacatttc tgcttaaaaa aaaaaaaaaa aaaaaaaaaa g 3831 

<210> 17 
<211> 1718 
<212> DNA 
<213> human 

<400> 17 

aatgaaagag cttcttaccc agtgctgttg cccttttgag tatttttgtt tttaaaataa 60 

tgattgtaaa atgttttaca agtaatgtaa aagctagtat cattcttaca tacttctgtg 120 

tttaaatttt cattcttacc aaaacagtta actctttctt tccaatcaat ttatacaaaa 180 

gaggtcgctc cagccctacc acaggtctga ctggcactgc cttttgtttg cccttgaaca 240 

gggcagtgtt gtggggactg caaaagagaa aacgtccagg cgagcccagt tgtcctcgcc 300 

cacagggtcc tgcaggctcc atcagtcacc gctttctatg gcgtttgtag ttgtgtcttt 360 

taagaagtga gtgtgattgt ttacttgata aatcagctca ctctctggtg ctttttagag 42 0 

aagtccctga ttccttctta aacttggaat gatagatgaa attcacaccc ctgcagatca 480 

gaaaaacaaa tagaagaaaa tgagggttac agtaacctgt tgtctttata taacttgcaa 540 

caaactaatt tatttttttt tccttttttt gtttttggtt ttttatggtt ttttaaggaa 600 

aatacttttc tcctttgaag ttttacagct ttttgtaaat gcgtcctgat aatgattagg 660 

aaaatcgacc ttttcatcca tgatgaccat cctcatagct cagatttcct ttcaaagtag 720 

tggctttctg gatggtaatt ccatcttaag gtgtcagaac tattttcaaa tgctgccttt 780 

gacagttctt ggaattttct gatattaagc agttccatgc aaatattcgt gttttataaa 840 

tagctctcat agtctgctcc atcttgatag ttaagtgatt tctgaagcgt ttgtgtgtgt 900 

gttgatcagg ttgtgtgata tttttgcttg ataaagaatc aaatttgaaa caattaacca 960 

gccagtagat tgtctgtcag tgaccttctg tagtaataaa gtttttgcca ctgtaaataa 1020 

aaacagtatc cgtagctatc aggatcattg cgcactcata tatgctaagc cttctgttct 1080 

ctaatagaag cctttctttt ccattgtttc tggatatttg tattatccaa atgtgcttat 1140 

ttctttgcct tagcacacgt tttatggagt acttgttata ctaggtttga tttgaaactg 1200 

gtgcttgtcg cagaactgtc agagcatgag gagcgctcct cctgtgggtg gacgcattca 1260 

cgcactcccc aggttgcacc tgctgctggc ggtgagcagg gggttcagca gcttgaccga 132 0 

tgccccccga gggggctctc cccagcttaa actttgttgt ttaaatttgt taacttttta 1380 

tattaatgac tattgaaagt ggtaataaaa atttatatta taggcttcaa tgttttcatg 1440 

aatgttaccc aaaaagctgt gttttctttg gtcagaggtc aaaatttatg aaaaacaaaa 1500 

tgctgtatga atggaaatca ttttgcaatt gagtgacact tcattgtaat tcacagtgta 1560 

aatttaatcc aaactgaaat tttgtttcaa ctgaatttgt aattaactct gaatttgttt 162 0 

ttaatcatta gtaatatttc agttgggtat ctttttaagt aaaaacaaca aataaactct 1680 

gtacatgtaa aacgtgaaaa aaaaaaaaaa aaaaaaaa 1718 

<210> 18 
<211> 1873 
<212> DNA 
<213> human 

<400> 18 

aggcacgagg ccccgcgcgc cggccgagtc gctgagccgc ggctgccgga cgggacggga 60 

ccggctaggc tgggcgcgcc ccccgggccc cgccgtgggc atgggcgcac tggcccgggc 12 0 

gctgctgctg cctctgctgg cccagtggct cctgcgcgcc gccccggagc tggcccccgc 180 

gcccttcacg ctgcccctcc gggtggccgc ggccacgaac cgcgtagttg cgcccacccc 240 

gggacccggg acccctgccg agcgccacgc cgacggcttg gcgctcgccc tggagcctgc 300 

cctggcgtcc cccgcgggcg ccgccaactt cttggccatg gtagacaacc tgcaggggga 360 
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ctctggccgc ggctactacc tggagatgct gatcgggacc cccccgcaga agctacagat 42 0 

tctcgttgac actggaagca gtaactttgc cgtggcagga accccgcact cctacataga 480 

cacgtacttt gacacagaga ggtctagcac ataccgctcc aagggctttg acgtcacagt 540 

gaagtacaca caaggaagct ggacgggctt cgttggggaa gacctcgtca ccatccccaa 600 

aggcttcaat acttcttttc ttgtcaacat tgccactatt tttgaatcag agaatttctt 660 

tttgcctggg attaaatgga atggaatact tggcctagct tatgccacac ttgccaagcc 720 

atcaagttct ctggagacct tcttcgactc cctggtgaca caagcaaaca tccccaacgt 780 

tttctccatg cagatgtgtg gagccggctt gcccgttgct ggatctggga ccaacggagg 840 

tagtcttgtc ttgggtggaa ttgaaccaag tttgtataaa ggagacatct ggtatacccc 900 

tattaaggaa gagtggtact accagataga aattctgaaa ttggaaattg gaggccaaag 960 

ccttaatctg gactgcagag agtataacgc agacaaggcc atcgtggaca gtggcaccac 1020 

gctgctgcgc ctgccccaga aggtgtttga tgcggtggtg gaagctgtgg cccgcgcatc 108 0 

tctgattcca gaattctctg atggtttctg gactgggtcc cagctggcgt gctggacgaa 1140 

ttcggaaaca ccttggtctt acttccctaa aatctccatc tacctgagag atgagaactc 1200 

cagcaggtca ttccgtatca caatcctgcc tcagctttac attcagccca tgatgggggc 1260 

cggcctgaat tatgaatgtt accgattcgg catttcccca tccacaaatg cgctggtgat 1320 

cggtgccacg gtgatggagg gcttctacgt catcttcgac agagcccaga agagggtggg 1380 

cttcgcagcg agcccctgtg cagaaattgc aggtgctgca gtgtctgaaa tttccgggcc 144 0 

tttctcaaca gaggatgtag ccagcaactg tgtccccgct cagtctttga gcgagcccat 1500 

tttgtggatt gtgtcctatg cgctcatgag cgtctgtgga gccatcctcc ttgtcttaat 1560 

cgtcctgctg ctgctgccgt tccggtgtca gcgtcgcccc cgtgaccctg aggtcgtcaa 1620 

tgatgagtcc tctctggtca gacatcgctg gaaatgaata gccaggcctg acctcaagca 168 0 

accatgaact cagctattaa gaaaatcaca- tttccagggc agcagccggg atcgatggtg 1740 

gcgctttctc ctgtgcccac ccgtcttcaa tctctgttct gctcccagat gccttctaga 1800 

ttcactgtct tttgattctt gattttcaag ctttcaaatc ctccctactt ccaagaaaaa 1860 

aaaaaaaaaa aaa 1873 



<210> 19 
<211> 518 
<212> PRT 
<213> human 





<400> 


19 




Met 


Gly Ala 


Leu 


Ala 


1 






5 


Leu 


Leu Arg 


Ala 


Ala 






20 




Leu 


Arg Val 


Ala 


Ala 




35 






Pro 


Gly Thr 


Pro 


Ala 




50 






Glu 


Pro Ala 


Leu 


Ala 


65 








Val 


Asp Asn 


Leu 


Gin 








85 


Leu 


He Gly 


Thr 


Pro 






100 




Ser 


Ser Asn 


Phe 


Ala 




115 






Tyr 


Phe Asp 


Thr 


Glu 




130 






Val 


Thr Val 


Lys 


Tyr 


145 








Asp 


Leu Val 


Thr 


He 



Arg Ala Leu Leu Leu Pro 
10 

Pro Glu Leu Ala Pro Ala 
25 

Ala Thr Asn Arg Val Val 
40 

Glu Arg His Ala Asp Gly 
55 

Ser Pro Ala Gly Ala Ala 
70 75 
Gly Asp Ser Gly Arg Gly 
90 

Pro Gin Lys Leu Gin He 
105 

Val Ala Gly Thr Pro His 
120 

Arg Ser Ser Thr Tyr Arg 
135 

Thr Gin Gly Ser Trp Thr 
150 155 
Pro Lys Gly Phe Asn Thr 



Leu Leu Ala Gin Trp 
15 

Pro Phe Thr Leu Pro 
30 

Ala Pro Thr Pro Gly 
45 

Leu Ala Leu Ala Leu 
60 

Asn Phe Leu Ala Met 
80 

Tyr Tyr Leu Glu Met 
95 

Leu Val Asp Thr Gly 
110 

Ser Tyr He Asp Thr 
125 

Ser Lys Gly Phe Asp 
140 

Gly Phe Val Gly Glu 
160 

Ser Phe Leu Val Asn 
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165 170 175 

He Ala Thr He Phe Glu Ser Glu Asn Phe Phe Leu Pro Gly He Lys 

180 185 190 

Trp Asn Gly He Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys Pro Ser 

195 200 205 

Ser Ser Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala Asn He 

210 215 220 

Pro Asn Val Phe Ser Met Gin Met Cys Gly Ala Gly Leu Pro Val Ala 
225 230 235 240 

Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly He Glu Pro 

245 250 255 

Ser Leu Tyr Lys Gly Asp He Trp Tyr Thr Pro He Lys Glu Glu Trp 

260 265 270 

Tyr Tyr Gin He Glu He Leu Lys Leu Glu lie Gly Gly Gin Ser Leu 

275 280 285 

Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala He Val Asp Ser 

290 295 300 

Gly Thr Thr Leu Leu Arg Leu Pro Gin Lys Val Phe Asp Ala Val Val 
305 310 315 320 

Glu Ala Val Ala Arg Ala Ser Leu He Pro Glu Phe Ser Asp Gly Phe 

325 330 335 

Trp Thr Gly Ser Gin Leu Ala Cys Trp Thr Asn Ser Glu Thr Pro Trp 

340 345 350 

Ser Tyr Phe Pro Lys He Ser He Tyr Leu Arg Asp Glu Asn Ser Ser 

355 360 365 

Arg Ser Phe Arg He Thr He Leu Pro Gin Leu Tyr He Gin Pro Met 

370 375 380 

Met Gly Ala Gly Leu Asn Tyr Glu Cys Tyr Arg Phe Gly He Ser Pro 
385 390 395 400 

Ser Thr Asn Ala Leu Val He Gly Ala Thr Val Met Glu Gly Phe Tyr 

405 410 415 

Val He Phe Asp Arg Ala Gin Lys Arg Val Gly Phe Ala Ala Ser Pro 

420 425 430 

Cys Ala Glu He Ala Gly Ala Ala Val Ser Glu He Ser Gly Pro Phe 

435 440 445 

Ser Thr Glu Asp Val Ala Ser Asn Cys Val Pro Ala Gin Ser Leu Ser 

450 455 460 

Glu Pro He Leu Trp He Val Ser Tyr Ala Leu Met Ser Val Cys Gly 
465 470 475 480 

Ala lie Leu Leu Val Leu He Val Leu Leu Leu Leu Pro Phe Arg Cys 

485 490 495 

Gin Arg Arg Pro Arg Asp Pro Glu Val Val Asn Asp Glu Ser Ser Leu 

500 505 510 

Val Arg His Arg Trp Lys 
515 

<210> 20 

<211> 31 

<212> DNA 

<213> human 



<400> 20 

acgactcact atagggcttt ttttttttta a 



31 
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<210> 21 

<211> 26 

<212> DNA 

<213> human 

<400> 21 
acaatttcac acaggacgac tccaag 

<210> 22 

<211> 396 

<212> PRT 

<213> Homo sapien 

<400> 22 

Met Lys Thr Leu Leu Leu Leu Leu Leu Val Leu Leu Glu Leu Gly Glu 

1 5 10 15 

Ala Gin Gly Ser Leu His Arg Val Pro Leu Arg Arg His Pro Ser Leu 

20 25 30 

Lys Lys Lys Leu Arg Ala Arg Ser Gin Leu Ser Glu Phe Trp Lys Ser 

35 40 45 

His Asn Leu Asp Met lie Gin Phe Thr Glu Ser Cys Ser Met Asp Gin 

50 55 60 

Ser Ala Lys Glu Pro Leu lie Asn Tyr Leu Asp Met Glu Tyr Phe Gly 
65 70 75 80 

Thr lie Ser lie Gly Ser Pro Pro Gin Asn Phe Thr Val lie Phe Asp 

85 90 95 

Thr Gly Ser Ser Asn Leu Trp Val Pro Ser Val Tyr Cys Thr Ser Pro 

100 105 110 

Ala Cys Lys Thr His Ser Arg Phe Gin Pro Ser Gin Ser Ser Thr Tyr 

115 120 125 

Ser Gin Pro Gly Gin Ser Phe Ser lie Gin Tyr Gly Thr Gly Ser Leu 

130 135 140 

Ser Gly He He Gly Ala Asp Gin Val Ser Val Glu Gly Leu Thr Val 
145 150 155 160 

Val Gly Gin Gin Phe Gly Glu Ser Val Thr Glu Pro Gly Gin Thr Phe 

165 170 175 

Val Asp Ala Glu Phe Asp Gly He Leu Gly Leu Gly Tyr Pro Ser Leu 

180 185 190 

Ala Val Gly Gly Val Thr Pro Val Phe Asp Asn Met Met Ala Gin Asn 

195 200 205 

Leu Val Asp Leu Pro Met Phe Ser Val Tyr Met Ser Ser Asn Pro Glu 

210 215 220 

Gly Gly Ala Gly Ser Glu Leu He Phe Gly Gly Tyr Asp His Ser His 
225 230 235 240 

Phe Ser Gly Ser Leu Asn Trp Val Pro Val Thr Lys Gin Ala Tyr Trp 

245 250 255 

Gin He Ala Leu Asp Asn He Gin Val Gly Gly Thr Val Met Phe Cys 

260 265 270 

Ser Glu Gly Cys Gin Ala He Val Asp Thr Gly Thr Ser Leu He Thr 

275 ^ 280 285 

Gly Pro Ser Asp Lys He Lys Gin Leu Gin Asn Ala He Gly Ala Ala 

290 295 300 

Pro Val Asp Gly Glu Tyr Ala Val Glu Cys Ala Asn Leu Asn Val Met 
305 310 315 320 
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Pro Asp Val Thr Phe 
325 

Thr Ala Tyr Thr Leu 
340 

Ser Gly Phe Gin Gly 
355 

lie Leu Gly Asp Val 
370 

Gly Asn Asn Arg Val 
385 



Thr He Asn Gly Val Pro 
330 

Leu Asp Phe Val Asp Gly 
345 

Leu Asp He His Pro Pro 
360 

Phe He Arg Gin Phe Tyr 
375 

Gly Leu Ala Pro Ala Val 
390 395 



Tyr Thr Leu Ser Pro 
335 

Met Gin Phe Cys Ser 
350 

Ala Gly Pro Leu Trp 
365 

Ser Val Phe Asp Arg 

380 

Pro 



<210> 23 

<211> 388 

<212> PRT 

<213> Homo sapien 

<400> 23 

Met Lys Trp Leu Leu Leu Leu Gly Leu Val Ala Leu Ser Glu Cys He 

15 10 15 

Met Tyr Lys Val Pro Leu He Arg Lys Lys Ser Leu Arg Arg Thr Leu 

20 25 30 

Ser Glu Arg Gly Leu Leu Lys Asp Phe Leu Lys Lys His Asn Leu Asn 

35 40 45 

Pro Ala Arg Lys Tyr Phe Pro Gin Trp Glu Ala Pro Thr Leu Val Asp 

50 55 60 

Glu Gin Pro Leu Glu Asn Tyr Leu Asp Met Glu Tyr Phe Gly Thr He 
65 70 75 80 

Gly He Gly Thr Pro Ala Gin Asp Phe Thr Val Val Phe Asp Thr Gly 

85 90 95 

Ser Ser Asn Leu Trp Val Pro Ser Val Tyr Cys Ser Ser Leu Ala Cys 

100 105 110 

Thr Asn His Asn Arg Phe Asn Pro Glu Asp Ser Ser Thr Tyr Gin Ser 

115 120 125 

Thr Ser Glu Thr Val Ser He Thr Tyr Gly Thr Gly Ser Met Thr Gly 

130 135 140 

He Leu Gly Tyr Asp Thr Val Gin Val Gly Gly He Ser Asp Thr Asn 
145 150 155 160 

Gin lie Phe Gly Leu Ser Glu Thr Glu Pro Gly Ser Phe Leu Tyr Tyr 

165 170 175 

Ala Pro Phe Asp Gly He Leu Gly Leu Ala Tyr Pro Ser He Ser Ser 

180 185 190 

Ser Gly Ala Thr Pro Val Phe Asp Asn He Trp Asn Gin Gly Leu Val 

195 200 205 

Ser Gin Asp Leu Phe Ser Val Tyr Leu Ser Ala Asp Asp Gin Ser Gly 

210 215 220 

Ser Val Val He Phe Gly Gly He Asp Ser Ser Tyr Tyr Thr Gly Ser 
225 230 235 ~ 240 

Leu Asn Trp Val Pro Val Thr Val Glu Gly Tyr Trp Gin He Thr Val 

245 250 255 

Asp Ser He Thr Met Asn Gly Glu Ala He Ala Cys Ala Glu Gly Cys 

260 265 270 

Gin Ala He Val Asp Thr Gly Thr Ser Leu Leu Thr Gly Pro Thr Ser 
275 280 285 
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Pro lie Ala Asn lie Gin Ser Asp lie Gly Ala Ser Glu Asn Ser Asp 

290 295 300 

Gly Asp Met Val Val Ser Cys Ser Ala He Ser Ser Leu Pro Asp He 
305 310 315 320 

Val Phe Thr He Asn Gly Val Gin Tyr Pro Val Pro Pro Ser Ala Tyr 

325 330 335 

He Leu Gin Ser Glu Gly Ser Cys He Ser Gly Phe Gin Gly Met Asn 

340 345 350 

Leu Pro Thr Glu Ser Gly Glu Leu Trp He Leu Gly Asp Val Phe He 

355 360 365 

Arg Gin Tyr Phe Thr Val Phe Asp Arg Ala Asn Asn Gin Val Gly Leu 

370 375 380 

Ala Pro Val Ala 
385 

<210> 24 

<211> 388 

<212> PRT 

<213> Homo sapien 

<400> 24 

Met Lys Trp Met Val Val Val Leu Val Cys Leu Gin Leu Leu Glu Ala 

1 5 10 15 

Ala Val Val Lys Val Pro Leu Lys Lys Phe Lys Ser He Arg Glu Thr 

20 25 30 

Met Lys Glu Lys Gly Leu Leu Gly Glu Phe Leu Arg Thr His Lys Tyr 

35 40 45 

Asp Pro Ala Trp Lys Tyr Arg Phe Gly Asp Leu Ser Val Thr Tyr Glu 

50 55 60 

Pro Met Ala Tyr Met Asp Ala Ala Tyr Phe Gly Glu He Ser He Gly 
65 70 75 80 

Thr Pro Pro Gin Asn Phe Leu Val Leu Phe Asp Thr Gly Ser Ser Asn 

85 90 95 

Leu Trp Val Pro Ser Val Tyr Cys Gin Ser Gin Ala Cys Thr Ser His 

100 105 110 

Ser Arg Phe Asn Pro Ser Glu Ser Ser Thr Tyr Ser Thr Asn Gly Gin 

115 120 125 

Thr Phe Ser Leu Gin Tyr Gly Ser Gly Ser Leu Thr Gly Phe Phe Gly 

130 135 140 

Tyr Asp Thr Leu Thr Val Gin Ser He Gin Val Pro Asn Gin Glu Phe 
145 150 155 160 

Gly Leu Ser Glu Asn Glu Pro Gly Thr Asn Phe Val Tyr Ala Gin Phe 

165 170 175 

Asp Gly He Met Gly Leu Ala Tyr Pro Ala Leu Ser Val Asp Glu Ala 

180 185 190 

Thr Thr Ala Met Gin Gly Met Val Gin Glu Gly Ala Leu Thr Ser Pro 

195 200 205 

Val Phe Ser Val Tyr Leu Ser Asn Gin Gin Gly Ser Ser Gly Gly Ala 

210 215 220 

Val Val Phe Gly Gly Val Asp Ser Ser Leu Tyr Thr Gly Gin He Tyr 
225 230 235 240 

Trp Ala Pro Val Thr Gin Glu Leu Tyr Trp Gin He Gly He Glu Glu 

245 250 255 

Phe Leu He Gly Gly Gin Ala Ser Gly Trp Cys Ser Glu Gly Cys Gin 
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260 

Ala He Val Asp 
275 

Met Ser Ala Leu 
290 

Gin Phe Leu Val 
305 

Phe He He Asn 

Leu Ser Asn Asn 
340 

Ser Ser Gin Asn 
355 

Arg Ser Tyr Tyr 
370 

Ala Thr Ala Ala 
385 



Thr Gly Thr Ser 
280 

Leu Gin Ala Thr 
295 

Asn Cys Asn Ser 
310 

Gly Val Glu Phe 
325 

Gly Tyr Cys Thr 

Gly Gin Pro Leu 
360 

Ser Val Tyr Asp 
375 



265 

Leu Leu Thr Val 

Gly Ala Gin Glu 
300 

He Gin Asn Leu 
315 

Pro Leu Pro Pro 
330 

Val Gly Val Glu 
345 

Trp He Leu Gly 

Leu Gly Asn Asn 
380 



270 

Pro Gin Gin Tyr 
285 

Asp Glu Tyr Gly 

Pro Ser Leu Thr 
320 

Ser Ser Tyr He 
335 

Pro Thr Tyr Leu 
350 

Asp Val Phe Leu 
365 

Arg Val Gly Phe 



<210> 25 

<211> 412 

<212> PRT 

<213> Homo sapien 

<400> 25 

Met Gin Pro Ser Ser Leu Leu Pro Leu Ala Leu Cys Leu Leu Ala Ala 

15 10 15 

Pro Ala Ser Ala Leu Val Arg He Pro Leu His Lys Phe Thr Ser lie 

20 25 30 

Arg Arg Thr Met Ser Glu Val Gly Gly Ser Val Glu Asp Leu He Ala 

35 40 45 

Lys Gly Pro Val Ser Lys Tyr Ser Gin Ala Val Pro Ala Val Thr Glu 

50 55 60 

Gly Pro He Pro Glu Val Leu Lys Asn Tyr Met Asp Ala Gin Tyr Tyr 
65 70 75 80 

Gly Glu He Gly He Gly Thr Pro Pro Gin Cys Phe Thr Val Val Phe 

85 90 95 

Asp Thr Gly Ser Ser Asn Leu Trp Val Pro Ser He His Cys Lys Leu 

100 105 110 

Leu Asp He Ala Cys Trp He His His Lys Tyr Asn Ser Asp Lys Ser 

115 120 125 

Ser Thr Tyr Val Lys Asn Gly Thr Ser Phe Asp lie His Tyr Gly Ser 

130 135 140 

Gly Ser Leu Ser Gly Tyr Leu Ser Gin Asp Thr Val Ser Val Pro Cys 
145 150 155 160 

Gin Ser Ala Ser Ser Ala Ser Ala Leu Gly Gly Val Lys Val Glu Arg 

165 170 175 

Gin Val Phe Gly Glu Ala Thr Lys Gin Pro Gly He Thr Phe He Ala 

180 185 190 

Ala Lys Phe Asp Gly He Leu Gly Met Ala Tyr Pro Arg He Ser Val 

195 200 205 

Asn Asn Val Leu Pro Val Phe Asp Asn Leu Met Gin Gin Lys Leu Val 

210 215 220 

Asp Gin Asn lie Phe Ser Phe Tyr Leu Ser Arg Asp Pro Asp Ala Gin 
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225 230 235 240 

Pro Gly Gly Glu Leu Met Leu Gly Gly Thr Asp Ser Lys Tyr Tyr Lys 

245 250 255 

Gly Ser Leu Ser Tyr Leu Asn Val Thr Arg Lys Ala Tyr Trp Gin Val 

260 265 270 

His Leu Asp Gin Val Glu Val Ala Ser Gly Leu Thr Leu Cys Lys Glu 

275 280 285 

Gly Cys Glu Ala lie Val Asp Thr Gly Thr Ser Leu Met Val Gly Pro 

290 295 300 

Val Asp Glu Val Arg Glu Leu Gin Lys Ala lie Gly Ala Val Pro Leu 
305 310 315 320 

lie Gin Gly Glu Tyr Met lie Pro Cys Glu Lys Val Ser Thr Leu Pro 

325 330 335 

Ala lie Thr Leu Lys Leu Gly Gly Lys Gly Tyr Lys Leu Ser Pro Glu 

340 345 350 

Asp Tyr Thr Leu Lys Val Ser Gin Ala Gly Lys Thr Leu Cys Leu Ser 

355 360 365 

Gly Phe Met Gly Met Asp lie Pro Pro Pro Ser Gly Pro Leu Trp lie 

370 375 380 

Leu Gly Asp Val Phe lie Gly Arg Tyr Tyr Thr Val Phe Asp Arg Asp 
385 390 395 400 

Asn Asn Arg Val Gly Phe Ala Glu Ala Ala Arg Leu 
405 410 



<210> 26 

<211> 406 

<212> PRT 

<213> Homo sapien 

<400> 26 

Met Asp Gly Trp Arg Arg Met Pro Arg Trp Gly Leu Leu Leu Leu Leu 

15 10 15 

Trp Gly Ser Cys Thr Phe Gly Leu Pro Thr Asp Thr Thr Thr Phe Lys 

20 25 30 

Arg lie Phe Leu Lys Arg Met Pro Ser lie Arg Glu Ser Leu Lys Glu 

35 40 45 

Arg Gly Val Asp Met Ala Arg Leu Gly Pro Glu Trp Ser Gin Pro Met 

50 55 60 

Lys Arg Leu Thr Leu Gly Asn Thr Thr Ser Ser Val lie Leu Thr Asn 
65 70 75 80 

Tyr Met Asp Thr Gin Tyr Tyr Gly Glu lie Gly lie Gly Thr Pro Pro 

85 90 95 

Gin Thr Phe Lys Val Val Phe Asp Thr Gly Ser Ser Asn Val Trp Val 

100 105 110 

Pro Ser Ser Lys Cys Ser Arg Leu Tyr Thr Ala Cys Val Tyr His Lys 

115 120 125 

Leu Phe Asp Ala Ser Asp Ser Ser Ser Tyr Lys His Asn Gly Thr Glu 

130 135 140 

Leu Thr Leu Arg Tyr Ser Thr Gly Thr Val Ser Gly Phe Leu Ser Gin 
145 150 155 160 

Asp He He Thr Val Gly Gly He Thr Val Thr Gin Met Phe Gly Glu 

165 170 175 

Val Thr Glu Met Pro Ala Leu Pro Phe Met Leu Ala Glu Phe Asp Gly 
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180 



Val 


Val 


Gly 


Met Gly Phe 


He 


Glu 






195 








200 


He 


Phe 


Asp 


Asn He 


He 


Ser 


Gin 




210 








215 




Ser 


Phe 


Tyr 


Tyr Asn Arg 


Asp 


Ser 


225 








230 






Gin 


He 


Val 


Leu Gly Gly 


Ser Asp 








245 








His 


Tyr 


He 


Asn Leu 


He 


Lys 


Thr 








260 








Gly 
-* 


Val 


Ser 


Val Gly Ser 


Ser 


Thr 






275 








280 


Ala 


Leu 


Val 


Asp Thr Gly 


Ala 


Ser 




290 








295 




He 


Glu 


Lys 


Leu Met 


Glu 


Ala 


Leu 


305 








310 






Tvr 


Val 


Val 


Lys Cys 


Asn 


Glu Gly 








325 








His 


Leu 


Gly 


Gly Lys 


Glu 


Tyr 


Thr 








340 








Gin 


Glu 


Ser 


Tyr Ser 


Ser 


Lys 


Lys 






355 








360 


Met 


Asp 


He 


Pro Pro 


Pro 


Thr Gly 




370 








375 




Phe 


He 


Arg 


Lys Phe 


Tyr 


Thr 


Glu 


385 








390 






Gly 


Phe 


Ala 


Leu Ala Arg 












405 









185 




190 




Gin 


Ala 


He Gly Arg Val Thr 


Pro 






205 




Gly 


Val 


Leu Lys Glu Asp Val 


Phe 






220 




Glu 


Asn 


Ser Gin Ser Leu Gly 


Gly 






235 


240 


Pro 


Gin 


His Tyr Glu Gly Asn 


Phe 




250 


255 




Gly 


Val 


Trp Gin He Gin Met 


Lvs 


265 




270 




Leu 


Leu 


Cys Glu Asp Gly Cys 


Leu 






285 




Tvr 


He 


Ser Glv Ser Thr Ser 


Ser 






300 




Glv 


Ala 


Lys Lys Arg Leu Phe 


Asp 






315 


320 


Drn 


4. ilx 
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330 


335 




Leu 


Thr 


Ser Ala Asp Tyr Val 


Phe 


345 




350 




Leu 


Cys 


Thr Leu Ala He His 


Ala 






365 




Pro 


Thr 


Trp Ala Leu Gly Ala 


Thr 






380 




Phe 


Asp 


Arg Arg Asn Asn Arg 


lie 






395 


400 



<210> 27 

<211> 751 

<212> DNA 

<213> Homo sapien 



<400> 27 

aaaaaaaaaa cttcattcta aaccaaaaca gagtggattg ggctgeagge tctatggggt 60 

tegttatgee aaagtgtcta catgtgccac caacataaaa caaaaccaag ccttggctcg 120 

ttctcttctc tcttcaatct ctggaaaaat aagtacatat agttgataac ccctcttagc 180 

ttacaggaag ctttttgtat taattgeett tgaggttatt ttccgccaga cctcaacctg 240 

ggtcaaagtg gtacaggaag gettgeagta tgatggcagg agaatcagee tggggcctgg 300 

ggatgtaacc aagctgtacc cttgagacct ggaaccagag ccacaggccc cttttgtggg 360 

tttctctgtg ctctgaatgg gagecagaat tcactaggag gtcatcaacc gatggtcctc 420 

acaagcctct tctgaagatg gaaggccttt tgcccgttga ggtagagggg aaggaaatct 48 0 

cctcttttgt acccaatact tatgttgtat tgttggtgcg aaagtaaaaa cactacctct 540 

tttgagactt tgcccagggt cctgtgcctg gatgggggtg caggcagcct tgaccacggc 600 

tgttcccctc acccaaaaga attatcatcc caacagccaa gacccaacag gtgetgaact 660 

gtgeatcaac caggaagagt tctatcccca agctggccac tatcacatat gcttactctt 720 

gcttaaaatt aataaatcat gttttgatga g 751 



